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Supplementary Figure S1. Manhattan Plots for GWAS in the contents of 21 AAs.
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(a) :Ala; (b):Arg; (c):Asp; (d):Cys; (e):Glu; (f):Gly; (g):His; (h):lle; (i):Leu; (j):Lys; (k):Met; (1):Phe;
(m):Pro; (n):Ser; (0):Thr; (p):Tyr; (q):Val; (r):Bitter AA; (s): TAA; (t) Umami AA; (u) Sweet AA.
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Supplementary Figure S2. Q-Q plots between the expected -log(P) value and the observed

-log10 (P) value of 21 AA contents based on the corresponding SNPs
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(@) :Ala; (b):Arg; (c):Asp; (d):Cys; (e):Glu; (f):Gly; (g):His; (h):lle; (i):Leu; (j):Lys; (k):Met; (I):Phe;

(m):Pro; (n):Ser; (0):Thr; (p):Tyr; (q):Val; (r):Bitter AA; (s):TAA; (t) Umami AA; (u): Sweet AA.

Supplementary Figure S3. PCA analysis of the low content and high content groups
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(a):Ala; (b):Arg; (c):Asp; (d):Cys; (e):Glu; (f):Gly; (g):His; (h):lle; (i):Leu; (j):Lys; (k):Met; (1):Phe;
(m):Pro; (n):Ser; (0):Thr; (p):Tyr; (q):Val; (r):Bitter AA; (s):TAA; (t):Sweet AA; (u):Umami AA.

Supplementary Figure S4. Venn plots of core genes identified by GWAS and DEGs.
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